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Sequence Alignment to 
Predict Across Species 
Susceptibility
(SeqAPASS)

https://seqapass.epa.gov/seqapass/
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seqapass.epa.gov/seqapass/

Gather Lines of Evidence Toward Protein Conservation
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 SeqAPASS Predicts Likelihood of Similar 
Susceptibility based on Sequence Conservation:
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Line(s) of evidence indicate
• The protein is conserved
• The protein is NOT conserved 



SeqAPASS DOES NOT Predicts the degree of 
sensitivity/susceptibility:



Available Knowledge

Predict Susceptibility
Science-based, Streamlined, 

Transparent, 
Publicly Accessible PIPELINE

Rolling SeqAPASS out to the Public



Level 1
Level 2
Level 3



 Data Visualization
Summary Reports

Customizable
Transparency 

Focus on Rapid Data Interpretation



SeqAPASS Results
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Susceptibility Predictions for 1034 species



SeqAPASS Results
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SeqAPASS Results

Create a Custom Decision Summary Report

Level 1 Options Level 2 Options Level 3 Options







Evolution of the SeqAPASS tool
• V5.0 (2020): Develop visualization (Level 3), Develop Decision 

Summary Report
• v4.0 (2019): Improve visualization, user guidance, summary tables, 

interoperability
• v3.0 (2018): Develop visualization (Level 1 & 2), automate Level 3 

Susceptibility Predictions
• v2.0 (2017): develop Level 3 Susceptibility Predictions
• v1.0 (2016): Develop interface Level 1 & 2 and integrate essential 

functionality
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