UDP-glucuronosyltransferase (UGT) 1n Pinniped species can be analyzed with the
Sequence Alignment to Predict Across Species Susceptibility (SegAPASS) tool to predict
pseudogenes 1n other species
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* Based off sequence comparison, pseudogenes are uncommon and xenobiotic

* Kakehi e al. 2015 1dentified differences in gene numbers, for UGT1A 1soforms 1n
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