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] Knowledge of the model organism used in an in vitro assay
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Level 1l Primary Amino Acid Sequence Alighments
Level 2| Conserved Functional Domain Alignments

Level 3 | Critical (Close Contact) Amino Acid Conservation

SegAPASS v7.0

(Coming 2023) Level 4 (expert users only) [ Structure Alignments ]

Gather Lines of Evidence Toward Protein Conservation
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Strategic Interoperability

Guide the User to Sources to Identify Protein Targets:

DrugBank - https:/www.drugbank.ca

VSDB: Veterinary Substances DataBase - http://sitem.herts.ac.uk/aeru/vsdb/index.htm
Therapeutic Target Database - http://db.idrblab.net/ttd/

The Toxin and Toxin-Target Database - http://www.t3db.ca

AOP-Wiki - https://aopwiki.org

CompTox Chemicals Database - https://comptox.epa.gov/dashboard WM W W v W W

ms in the public sequence

Provide Transparency for Source Data and Executables: UMK VRS §

Guide the User to Appropriate Resources for Individual Amino Acid Comparisons:

NCBI Taxonomy Database - http://www.ncbi.nlm.nih.gov/taxonomy

, including translations from annotated coding
ot, PIR, PRF, and PDB. Protein sequences are

NCBI Protein Database - http://www.ncbi.nlm.nih.gov/protein

NCBI Conserved Domain Database - http://www.ncbi.nlm.nih.gov/Structure/cdd/
NCBI COBALT - http://www.st-va.ncbi.nlm.nih.gov/tools/cobalt/

Aids for Data Synthesis and Connection: Go gle SCh OI

Google Scholar - https://scholar.google.com/

ECOTOX Knowledgebase - https://cfpub.epa.gov/
U.S. Fish & Wildlife Environmental Conservation Online System - https://ecos.fws.gov/ecp/

(ST U.s. Fish & Wildlife Service

ECOS Environmental Conservation Online System

Y/ Conserving the Nature of America
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